Effects of Maternal Oxycodone Exposure on Mouse Placental Development
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the mouse placenta. A.) A sub-
gross view of the placenta is shown.
B.) A histological view of the placenta
Is shown. The labyrinth region (LB),
spongiotrophoblast (spongioTB), and
giant cell region (GC) are shown.

Figure 2: Comparison of gene expression in CTL vs OXY placenta. The data are
presented as mean £ SEM. The graphs depict the relative expression of Ceacam11,
Ceacam12, Ceacam14, Pri2b1, Pri7b1, Tpbpa, and Tpbpb in both OXY and CTL placenta.
Results were further broken down according to sex to facilitate the analysis of sex dependent
gene expression in the samples. All significant differences are denoted by an asterisk.
GAPDH served as the internal reference gene for these analyses.
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